Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.098; data-to-parameter ratio = 15.4.
Related literature
Hydrogen-bond geometry (Å , ) . 
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010). This work was supported by the Research Center of Pharmacy, King Saud University, Riyadh, Saudi Arabia. We also thank the Ministry of Higher Education (Malaysia) for funding structural studies through the High-Impact Research scheme (UM.C/HIR/MOHE/SC/12). The biological activity of substituted quinazoline-4(3H)-ones is well documented (El-Azab & El-Tahir, 2012; El-Azab et al., 2011; El-Azab et al., 2010; Al-Omary et al., 2010; Al-Obaid et al., 2009; Aziza et al., 1996) . In this connection, the title compound, 3,4-dihydro-2-methyl-3-(2-methylphenyl)-4-oxoquinazolin-8-yl 4-bromobenzenesulfonate (I), a methaqualone analogue, was recently synthesized and evaluated for its anti-convulsant activity (El-Azab et al., 2010) .
The crystal structure determination of (I) is reported herein.
Overall, the shape of (I), 2, 23.7, 122.5, 126.4, 127.7, 129.1, 129.3, 129.8, 130.6, 131.6, 132.0, 135.0, 135.1, 136.3, 140.9, 143.6, 155.0, 160.5 The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

